WIHS DNA Biorepository Sample Request Form

	Project Readme#:
	

	Investigator Name, 
E-mail Address and Phone:
	


Investigator Note: Please attach an Excel file with the requested WIHSIDs. Duplicates will be added automatically by the WIHS DNA Biorepository.
General Information:

· Three wells will be left empty per 96 well plate with the exception of plates for Illumina which will have no empty wells and sequencing which will have one.

· 2% duplicates will be included for Illumina.  3-6% duplicates will be included for all other platforms depending on the overall sample size and configuration

1.
Genotyping platform to be used.  Please select one:
	 FORMCHECKBOX 

	Taqman 384
	# of assays:
	

	
	
	
	

	 FORMCHECKBOX 

	Taqman 96
	# of assays:
	

	
	
	
	

	 FORMCHECKBOX 

	Illumina Golden Gate 96 deep well plates
	# of SNPs:
	

	
	
	
	

	 FORMCHECKBOX 

	Illumina Infinium 96 deep well plates
	
	

	
	
	
	

	 FORMCHECKBOX 

	Pyrosequencing
	# of assays:
	

	
	
	
	

	 FORMCHECKBOX 

	SNPstream
	
	

	
	
	
	

	 FORMCHECKBOX 

	Sequenom MassArray
	# of pools:
	

	
	
	
	

	 FORMCHECKBOX 

	Sequenom iPlex
	# of pools:
	

	
	
	
	

	 FORMCHECKBOX 

	Sequencing
	
	

	
	
	
	

	 FORMCHECKBOX 

	Microsatellite
	
	


	 FORMCHECKBOX 

	Other:
	


	2.
	Amount (ng) of DNA requested:
	


3.
Concentration (ng/ul) of DNA requested.  Please select one:

	 FORMCHECKBOX 

	2.5 ng/ul

	 FORMCHECKBOX 

	50 ng/ul

	 FORMCHECKBOX 

	Other:
	


4.
Can whole-genome amplified DNA be used:

	 FORMCHECKBOX 

	Yes
	

	 FORMCHECKBOX 

	No
	

	If No, why?
	


5.
Sample provision request:

	 FORMCHECKBOX 

	Assay-ready plates:
	# of 96 well plates:
	

	
	
	
	

	
	
	# of 384 well plates:
	

	
	
	
	

	 FORMCHECKBOX 

	Deep 96-well plates
	
	

	
	
	
	

	 FORMCHECKBOX 

	Deep 384-well plates
	
	

	
	
	
	

	 FORMCHECKBOX 

	Screw cap tubes
	
	


6.
Do you want CEPH trios included (this is at an added cost):

	 FORMCHECKBOX 

	Yes
	

	 FORMCHECKBOX 

	No
	


7.
FedEx account number for shipping:


	


8.
Shipping Address and Phone#:

	

	

	

	


9.
Specify results and file format that will be returned to WDMAC:
	

	


10.
Scientific criteria for specimen collection:
	

	

	


11.
rsID and name for polymorphisms to be studied:

	


12.
Deadline for Investigator Receipt of Specimens:
	


13.
Investigator Signature and Date of Checklist Submission*:
	
	

	*Your signature indicates that you agree with all the above information, you are familiar with the WIHS MOO, and that you have received local IRB approval.
	DATE


	WDMAC Internal Use Only

	DNA concentration and study selection verified against approved concept sheet:   
___ Yes     ___ No



	print name
	DATE
	signature
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